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Demontis et al. conducted a enlarged GWAS on ADHD and identified more loci the disorder, which provides vital and

novel insight into the genetic archeteture of ADHD. Especially, several novel promisng risk genes were reported, including

SORCS3. This gene has been specifically highlighted as a pleiotropic gene for major mental disorders

[https://doi.org/10.1038/s41398-020-00902-6], and I think citing the paper will make your manuscript more informative.

In Figure 2, the label was missing for the 2nd venn diagram.
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