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I’m really glad to read an excellent paper, with a very interesting history, subject, and organisms. Besides,

I am impressed with all the carefully methodological details. Appropriate tools and analyses, including

comparative pipelines/workflows, were nicely described and used in this study. The bioinformatic

approaches used by the authors sound great; however, I would like to know why they used MrBayes

instead of Beast software. I know they use the same Bayesian approach, but the second one is

exhaustively used for divergence time estimation with more detailed manuals and tutorials available for

this purpose. 

About the ancestral reconstruction analysis, I’m worried if the lack of some genera in the phylogeny (used

15 of 25) would bias the final results/conclusions. 

A question that is not so clear to me: The bioluminescence function (defense and courtship) are mutually

excluding or the organism may use the light for both purposes. I believe that should be clarified in the text,

because that may change the input for the ancestral reconstruction.

The prep-print is well-written and easy to understand and follow. The figures are clean and nice. However,

I suggest including in the main text the species name abbreviation. It will be easy to follow it instead to

check the supplementary material several times. I also suggested checking once more the grammar to

remove any misspelling. The metrics and results themselves are greatly valuable to the scientific

community.

 

Qeios, CC-BY 4.0   ·   Review, September 11, 2021

Qeios ID: LSMJB2   ·   https://doi.org/10.32388/LSMJB2 1/1

https://www.qeios.com/profile/6939

	Review of: "Transcriptome phylogenies support ancient evolutionary transitions in bioluminescence traits of cypridinid ostracods"

