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A gigantic development of analytical techniques concerning DNA and RNA opens the door to understanding molecular
biology and makes also natural the expectation of breaking cancer mistery finally. Unfortunately cancerogenesis still

remains largerly enigmatic.

The initiation of cancer disease is generally correlated with the increased mutability caused by direct action of
cancerogenic factors on DNA or indirectly by overstimulation of cell proliferation. Excessive cell proliferation causes
disturbance in chromatin organisation and unproper DNA packing. Mutations are the result. Many different mutations
preceede and associate usually cancerogenic process. Some of them are certainly those searched by scientists. However

sets of mutated genes in different cases do not overlap entirely and enigma remains.

Different ideas were supplied to explain cancerogenesis. Attractive seems the one which assumes the appearance of

specific cancerogenic genome early in precambrian period. According to the idea this construct of genes still exists in our
genomes initiating cancer transformation when awaken. In such case however different cancers should reveal similar sets
of genetic cancer drivers. Unfortunately the observed mutated genes combinations found in different cancers do not seem

to reveal the suggested common model of cancer driving genes.

Besides surviving for such long time of destructive genome favoring elimination of species during evolution seems rather

doubtful.

Two critical areas of cell activity must have been occupied by new sets of genes when organisms were created in
evolution. These were: specialisation (epigenetics) and subordination (contact inhibition, apoptosis, suppressor genes,
senescence and others). Defective action of genes in these areas may start cancer transformation. However sets of

cancer driving genes may not be identical.

It is likely that different sets of mutated genes ensuring chromatin stability initiate cancer. Interpretation is additionaly
complicated because many randomly generated secondary mutations which associate cancer cell proliferation may

pretend to be cancer drivers.

Although the knowledge of cancerogenesis proceedes, it is still on the debatable level. It seems that we must wait yet for

some years before the final definition concerning cancerogenesis will appear.
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